
Cécile Lebrand, PhD

Responsable du service de soutien pour la gestion des données de recherche FBM
UNIL/CHUV- BiUM

ORGANIZE YOUR DATA FOR
LONG TERM STORAGE (LTS) AT UNIL



Directive UNIL 4.5 – Traitement et gestion des données de recherche   

https://www.unil.ch/files/live/sites/central/files/textes-leg/4-rech/dir4-5-donnees-rech3.pdf
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Long Term Storage (LTS) caracteristics

• Under the responsability of the PI.

• Free of charge (with security and backup)

• Time limit for storage duration (at minimum 10 years for published data) with
possible extension (1x).

• Restricted access (limited number of accesses to data on LTS and on demand).

• Effective organization of your data 

• Production of a Readme file (document describing the dataset content) for 
each individual futur TAR subdirectory

• Naming rules for (TAR) subdirectories in the LTS directory



http://www.bium.ch

OPEN SCIENCE NEWS AND INFORMATION

ON THE FIRST PAGE OF THE BIUM WEBSITE

http://www.bium.ch/
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In French: https://www.bium.ch/processus-dhebergement-donnees-de-recherche-stockage-a-long-terme/ 
In English: https://www.bium.ch/en/process-of-hosting-search-data-for-long-term-storage/  

BiUM web page dedicated to Long Term Storage (LTS)

https://www.bium.ch/processus-dhebergement-donnees-de-recherche-stockage-a-long-terme/
https://www.bium.ch/en/process-of-hosting-search-data-for-long-term-storage/


Long term Storage of « cold data »
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- PI contact the Ci via the NAS DCSR 

dashboard before creating

a new project directory on the 

Long-Term Storage Platform (LTS). 

(see slides p. 7-10)

- E-mail will be sent directly to Cécile 

Lebrand (UNIRIS ) after selecting

«making a long term storage request» 

on the NAS DCSR dashboard.

- C. Lebrand will contact you to make

an appointment within 7 days

- C. Lebrand will provide you

with guidance through the 

process of reorganizing and 

describing your data in the form

of explanatory documents called

readme file.

- Reorganize your data and 

eliminate obsolete data. 

Research data must be organized

around a given project on the 

LTS (matched with a funding, a 

specific theme, a publication, 

…).

- Complete a readme file for 

each distinct data subdirectory

and ask Cécile Lebrand for final 

revision who should provide you

a feedback within 15 days.

- In the event your readme file is

not considered complete enough

as to understand the nature of the 

data set, C. Lebrand will send

you an add-in request.

- Once your readme file and file 

reorgalization has been approved by C. 

Lebrand and UNIRIS

- For FBM_MOV folder create a new 

project for archiving via the NAS 

DCSR dashboard and transfert your

data to the LTS subfolder using the 

copy/past function. 

- C. Lebrand will perform a final 

check and will validate the long term

storage of you files directly via the 

platform. 

The Computer Centre – DCSR  will

transfer your data to the LTS platform 

with your readme file(s) included at 

the root of each moved data 

subdirectory

https://conference.unil.ch/research-resource-requests/
mailto:cecile.lebrand@unil.ch
mailto:cecile.lebrand@unil.ch
mailto:researchdata@unil.ch
https://www.bium.ch/wp-content/uploads/2022/02/20211103_Template_LTS_Description_EN_CJ_CL.docx
https://www.bium.ch/wp-content/uploads/2022/02/20211103_Template_LTS_Description_EN_CJ_CL.docx
mailto:cecile.lebrand@unil.ch
https://conference.unil.ch/research-resource-requests/
https://conference.unil.ch/research-resource-requests/
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Connect to your NAS DCSR dashboard via your SWITCH 
UNIL account

Use the DCSR dashboard interface 
to ask for Long Term Storage (LTS)

https://conference.unil.ch/research-resource-requests/

https://conference.unil.ch/research-resource-requests/


8https://conference.unil.ch/research-resource-requests/

Use the DCSR dashboard interface 
to ask for Long Term Storage (LTS)

https://conference.unil.ch/research-resource-requests/
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Contact UNIRIS directly via the dashboard before creating a 
new project directory on the LTS Platform

Add a commentary if necessary and click on the send button

This button opens a prefills e-mail that will be sent directly
to C. Lebrand via the address researchdata@unil.ch.

mailto:researchdata@unil.ch
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E-mail send directly to UNIRIS

The prefill e-mail will be sent directly to C. Lebrand via the 
e-mail address researchdata@unil.ch.

mailto:researchdata@unil.ch


UNIRIS help for organizing your data for long-term storage
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C Lebrand  will contact you to make an appointement within 7 days.

She will provide you with guidance through the process of reorganizing
and describing your data in the form of explanatory documents called
readme files.

During this process, you will be able to give a temporary
access to your data stored on the DCSR NAS to C. Lebrand via 
the interface on the homepage and using the e-mail address: 
cecile.lebrand@unil.ch

https://www.bium.ch/wp-content/uploads/2022/02/20211103_Template_LTS_Description_EN_CJ_CL.docx
mailto:cecile.lebrand@unil.ch


Organize your data for long-term storage
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Reorganize your data and eliminate obsolete data.

Research data must be organized around a given project

(matched idealy with a funding, a specific research theme, a publication 
etc.). Grant_Timeperiod_archive / ResearchTheme_archive / 
Publication_archive /Lab_activity_material_archive

The size of the data volume to be archived is limited to 5 TB per 
subdirectory (TAR folder) in the LTS directory. The DCSR will create
the zip TAR folders.

Each TAR subdirectory has to comply to naming rules and should be 
accompanied by an independent readme file. One possibility is to create a 
general Readme Template that can be shortly adapted to each individual 
TAR subdirectory. 
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The length of the folder name must not exceed a maximum of 40 characters according to the 
rules below
• Numbers from 0-9
• Letters a-z
• Letters A-Z
• Hyphen ( - ) OK but not at the beginning or end of the directory name
• Underline ( _ ) OK but not at the beginning or end of the directory name
• No white spaces
• No accented characters or symbols

The naming rule only applies to the first sub-folders in the LTS directory. The Tar archive files 
created from these directories will have the same name. Within these directories the names of 
the files and data directories are free. However, no personal names should be used.

Naming rules for individual (TAR) subdirectory in the LTS directory



14 LongTermStorage_Data_Description_EN

Readme File

https://www.bium.ch/wp-content/uploads/2023/03/LongTermStorage_Data_Description_EN.docx
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Readme File

LongTermStorage_Data_Description_EN

https://www.bium.ch/wp-content/uploads/2023/03/LongTermStorage_Data_Description_EN.docx
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Readme File



17 readme file 

Readme File

https://www.bium.ch/wp-content/uploads/2022/02/20211103_Template_LTS_Description_EN_CJ_CL.docx


For FBM_MOV projects only
Create new project to finalize the long-term storage of your files
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1. Use the DCSR dashboard interface to ask for new projects space on the DCSR 

NAS

2.  POSSIBLE_ NAMING OF THE NEW PROJECT TO ARCHIVE (EXEMPLES):
• Grant_Timeperiod_archive
• ResearchTheme_archive

• Publication_archive
• Lab_activity_material_archive

Naming for the short title (less than 20 characters) add arc at the end
• Grant_Timeperiod_arc

3. Tranfert your data in the LTS subfolder and use the DCRS dashboard interface to 
ask for LTS migration of your data



Data recovery of TAR subdirectory from the LTS platform 

in order to work with your data on the NAS DCSR
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Request at least 7 

days in advance.

Limited number of 

access with the 

possibility of retrieving

data stored in individual

LTS TAR subdirectory

(one request once a

month, data stored for at 

least a minimum period

of one month).

No direct access but 

official request/ticket 

to the DCRS via the 

NAS DCSR 

dashboard.

Select « retrieving 

data from Long 

Term Storage)

(see slides p 19-21)

Once the request is

made to DCSR, the 

time required to 

process the demand

will depend on the 

complexity of the 

data to be processed.
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https://conference.unil.ch/research-resource-requests/

Contact the DCRS via the dashboard to recover
data from the LTS Platform

https://conference.unil.ch/research-resource-requests/
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Add a commentary if necessary and click on the send button

This button opens a prefills e-mail that will
be sent directly to the DCSR

Contact the DCRS via the dashboard in order to 
migrate your data from the LTS to the DCSR NAS
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• The prefills e-mail will be sent directly to the DCSR
• Once the request is made to the DCSR, the time required to process your

demand will depend on the complexity of the data to be processed.



SHARING OUR EXPERTISE
ON FAIR DATA MANAGEMENT AND ORD

https://www.bium.ch/en/publication-open-access/data-management/

https://www.bium.ch/en/publication-open-access/data-management/


BIUM WORKSHOPS ON DMP AND FAIR DATA/ORD

178 seminars and workshops since 2016 

(1841 participants)

• Personalized training for PIs on
demand (DMP for FNS, dataset
deposit)

• FBM Doctoral School Course on
Data Management Plan & Open
Data in Life Science (BiUM)

• Elixir- Converge course with
SIB/VitalIT on Research Data

Management and Data Management
Plan for PhD, postdocs

https://www.bium.ch/en/publication-open-access/data-management/

https://www.bium.ch/en/publication-open-access/data-management/
https://applicationspub.unil.ch/interpub/noauth/php/Ud/ficheCours.php?v_enstyid=71883&v_blocid=11409&v_ueid=299&v_etapeid1=13357&v_langue=fr&v_isinterne=0
https://www.sib.swiss/training/course/20220623_RDMP
https://www.sib.swiss/training/course/20220623_RDMP
https://www.bium.ch/en/publication-open-access/data-management/


https://guides.bium.ch/data-management-toolbox/content 

FBM DATA MANAGEMENT TOOL BOX

https://guides.bium.ch/data-management-toolbox/content


DMPONLINE COLLABORATIVE TOOL

When creating your account and to use the tool please comply with our help page 
recommendation.

Two DMP templates in English for SNF funding applications are available for UNIL and 
CHUV researchers of the Faculty of Biology and Medicine:
•FBM UNIL DMP template from the BiUM for SNSF funding
•FBM CHUV DMP template form the BiUM for SNSF funding

https://www.bium.ch/en/17223-2/
https://www.bium.ch/en/17223-2/
https://dmp.unil.ch/org_admin/templates/7751/edit
https://dmp.unil.ch/org_admin/templates/7752/edit


HOW TO RESPECT THE FAIR DATA PRINCIPLES?

• FAIR Data Principles
• SNSF Explanation of the FAIR Data Principles (PDF)
• Wilkinson et al. (2016), The FAIR Guiding Principles for scientific data management and

stewardship, Scientific Data 3, doi:10.1038/sdata.2016.18 (PDF)

FAIR is a set of 
guiding principles 
to make data 
Findable, 
Accessible, 
Interoperable, and 
Re-usable

https://www.force11.org/group/fairgroup/fairprinciples
http://www.snf.ch/SiteCollectionDocuments/FAIR_principles_translation_SNSF_logo.pdf
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4792175/pdf/sdata201618.pdf
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4792175/pdf/sdata201618.pdf


To be Findable
F1. (meta)data are assigned a globally unique and eternally persistent identifier.
F2. data are described with rich metadata.
F3. (meta)data are registered or indexed in a searchable resource.
F4. metadata specify the data identifier.

To be Accessible
A1 (meta)data are retrievable by their identifier using a standardized communications protocol.
A1.1 the protocol is open, free, and universally implementable.
A1.2 the protocol allows for an authentication and authorization procedure, where necessary.
A2 metadata are accessible, even when the data are no longer available.

To be Interoperable
I1. (meta)data use a formal, accessible, shared, and broadly applicable language for knowledge 
representation.
I2. (meta)data use vocabularies that follow FAIR principles.
I3. (meta)data include qualified references to other (meta)data.

To be Re-usable
R1. meta(data) have a plurality of accurate and relevant attributes.
R1.1. (meta)data are released with a clear and accessible data usage license.
R1.2. (meta)data are associated with their provenance.
R1.3. (meta)data meet domain-relevant community standards.

The Fair Data Principles: in detail

https://www.force11.org/group/fairgroup/fairprinciples

https://www.force11.org/group/fairgroup/fairprinciples


THE FAIR DATA PRINCIPLES

Wilkinson et al. (2016), The FAIR Guiding Principles for scientific data management and stewardship, Scientific Data 3,
doi:10.1038/sdata.2016.18 (PDF)

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4792175/pdf/sdata201618.pdf
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4792175/pdf/sdata201618.pdf
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https://www.nature.com/articles/d41586-022-02820-7 

https://www.nature.com/articles/d41586-022-02820-7


DOMAIN-SPECIFIC PUBLIC REPOSITORIES
Sequencing
dbSNP
dbVar
Database of Genomic Variants Archive (DGVa)
DNA DataBank of Japan (DDBJ)
EBI Metagenomics
EMBL Nucleotide Sequence Database (ENA)
European Variation Archive (EVA)
GenBank
miRBase
NCBI Sequence Read Archive (SRA)
NCBI Trace Archive
Uniprot
Omics
ArrayExpress
Biological General Repository for Interaction Datasets (BioGRID)
Database of Interacting Proteins (DIP)
dbGAP
The European Genome-phenome Archive (EGA)
IntAct Molecular Interaction Database
Gene Expression Omnibus (GEO)
GenomeRNAi
GPM DB
MetaboLights
NURSA
PeptideAtlas
Proteomics Identifications (PRIDE)
ProteomeXchange
Structural Databases
Biological Magnetic Resonance Data Bank (BMRB)
Crystallography Open Database (COD)
Coherent X-ray Imaging Data Bank (CXIDB)
Electron Microscopy Data Bank (EMDB)
FlowRepository
Protein Circular Dichroism Data Bank (PCDDB)
Worldwide Protein Data Bank (wwPDB)

Neuroscience
Functional Connectomes Project International Neuroimaging Data-Sharing Initiative 
(FCP/INDI)
NeuroMorpho.org
OpenfMRI
Model Organisms
Eukaryotic Pathogen Database Resources (EuPathDB)
FlyBase
Mouse Genome Informatics (MGI)
Rat Genome Database (RGD)
SmedGD
The Arabidopsis Information Resource (TAIR)
VectorBase
WormBase
Xenbase
Zebrafish Model Organism Database (ZFIN)
Taxonomic & Species Diversity
Integrated Taxonomic Information System (ITIS)
Global Biodiversity Information Facility (GBIF)
NCBI Taxonomy
The Knowledge Network for Biocomplexity
Biomedical Sciences
Influenza Research Database
National Addiction & HIV Data Archive Program (NAHDAP)
National Database for Autism Research (NDAR)
The Cancer Imaging Archive (TCIA)
SICAS Medical Image Repository
PhysioNet
Biochemistry
caNanoLab
Kinetic Models of Biological Systems (KiMoSys)
The Mass spectrometry Interactive Virtual Environment (MassIVE)
PubChem
Social sciences
Inter-university Consortium for Political and Social Research (ICPSR)
Qualitative Data Repository
Swedish National Data Service
Data Archiving and Networking Services (DANS)

http://journals.plos.org/plosone/s/data-availability#loc-recommended-repositories
https://figshare.com/articles/Scientific_Data_recommended_repositories_June_2015/1434640

http://www.ncbi.nlm.nih.gov/snp
http://www.ncbi.nlm.nih.gov/dbvar/
http://www.ebi.ac.uk/dgva/
http://www.ddbj.nig.ac.jp/
http://www.ebi.ac.uk/metagenomics
http://www.ebi.ac.uk/ena/
http://www.ebi.ac.uk/eva/?Home
http://www.ncbi.nlm.nih.gov/genbank/
http://www.mirbase.org/
http://www.ncbi.nlm.nih.gov/sra
http://www.ncbi.nlm.nih.gov/Traces/home/
http://www.ebi.ac.uk/uniprot/
http://www.ebi.ac.uk/arrayexpress/
http://thebiogrid.org/
http://dip.doe-mbi.ucla.edu/dip/Main.cgi
http://www.ncbi.nlm.nih.gov/gap
http://www.ebi.ac.uk/ega/
http://www.ebi.ac.uk/intact/
http://www.ncbi.nlm.nih.gov/geo/
http://www.genomernai.org/
http://gpmdb.thegpm.org/index.html
http://www.ebi.ac.uk/metabolights/
https://www.nursa.org/nursa/index.jsf
http://www.peptideatlas.org/
http://www.ebi.ac.uk/pride/archive/
http://www.proteomexchange.org/
http://www.bmrb.wisc.edu/
http://www.crystallography.net/
http://www.cxidb.org/
http://www.emdatabank.org/
https://flowrepository.org/
http://pcddb.cryst.bbk.ac.uk/
http://wwpdb.org/
http://fcon_1000.projects.nitrc.org/
http://fcon_1000.projects.nitrc.org/
http://neuromorpho.org/neuroMorpho/index.jsp
http://openfmri.org/
http://eupathdb.org/eupathdb/
http://flybase.org/
http://www.informatics.jax.org/
http://rgd.mcw.edu/
http://smedgd.neuro.utah.edu/
http://www.arabidopsis.org/
http://www.vectorbase.org/index.php
http://www.wormbase.org/
http://www.xenbase.org/common/
http://zfin.org/
http://www.itis.gov/
http://www.gbif.org/
http://www.ncbi.nlm.nih.gov/taxonomy
https://knb.ecoinformatics.org/
http://www.fludb.org/
http://www.icpsr.umich.edu/icpsrweb/NAHDAP/index.jsp
http://ndar.nih.gov/
http://www.cancerimagingarchive.net/
https://www.smir.ch/
http://physionet.org/
http://cananolab.nci.nih.gov/caNanoLab/
http://www.kimosys.org/
http://massive.ucsd.edu/
http://pubchem.ncbi.nlm.nih.gov/
https://www.icpsr.umich.edu/icpsrweb/landing.jsp
https://qdr.syr.edu/
https://snd.gu.se/en
https://easy.dans.knaw.nl/ui/home
http://journals.plos.org/plosone/s/data-availability
https://figshare.com/articles/Scientific_Data_recommended_repositories_June_2015/1434640


REGISTRY FOR FINDING A FAIR 
AND NON-PROFIT REPOSITORY

FAIRsharing | Standards

https://fairsharing.org/search?fairsharingRegistry=Standard


• Creation of a FBM community on Zenodo for unstructured data (70 datasets). Limit 50 GB per dataset -
unlimited number of datasets per group

• Tutorials and customised help for data curation (metadata, file formats and readme)
• Investigation of various unstructured dataset repository solutions in the biomedical field to meet all 

specific FBM needs (Harvard Dataverse, Dryad,...)

BIUM CURATION SERVICE FOR UNSTRUCTURED DATA
REPOSITORIES IN OA ON REPOSITORIES (FAIR & NON PROFIT)

https://www.bium.ch/en/publication-open-access/data-management/#5

https://zenodo.org/communities/fbm_chuv/?page=1&size=20
https://www.bium.ch/en/publication-open-access/data-management/


Bium recommended File formats for long-term preservation and re-use

Types Equipment Software Data storage
format

DATA SHARING/ 
archiving format Volume

Microscopy images

Raw data: microscopy cell 
images 

Zeiss LSM 710 
Quasar ZEN lite software .liff

.tiff uncompressed,
OME-TIFF
JPEG2000

2 TB

Secondary data: 3D Z-stack 
reconstructions and processed 
images 

Imaris 7.2.1 software; 
Fiji/ImageJ;  Adobe 

Photoshop CS5

.ims, .tif series, 
.PSD

.tiff uncompressed,
OME-TIFF
JPEG2000

4 TB

Analysed data: cell 
quantifications 

Imaris 7.2.1 software, 
Excel .ims, .xlsx .xlsx; .csv 50 GB

Raw data :time lapse video 
microscopy Leica SP5 LAS AF Lite 

4.0.11706 .czi files;.avi,.mov MPEG-4; Motion 
JPEG 2000 2 TB

Analysed data: tracking function Metamorph software 
6.0 .xlsx .xlsx; .csv 20 GB

TOTAL > 
8 TB

SERIOUS PROBLEM: HOW TO MAKE YOUR
DATA INTEROPERABLE AND REUSABLE IN 
THE BIOMEDICAL FIELD

https://www.bium.ch/en/publication-open-access/data-management/
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ASSISTANCE OF A FAIR BIOINFORMATICIAN
RECRUITED VIA UNIRIS AS FBM DATA STEWARD

Dr. Vassilios Ioannidis (bioinformatician specialised in FAIR issues) recruited as 
Data Steward by UNIRIS/UNIL for the FBM UNIL and CHUV
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NEW CUSTOMISED BIUM FAIR DATA WORKSHOPS AT THE FBM 
WITH THE DATA STEWARDSHIP WIZARD TOOL IN 2023

• Customised BiUM FAIR Data workshops for groups, laboratories or institutes FBM UNIL -CHUV: 

help researchers to assess to what extent their data management is in line with FAIR principles and find 
practical solutions (adapted FAIR repository, standard metadata and file formats, versioning 
management, automation...). 

• Use of the Data Stewardship Wizard tool developed by the European network Elixir.

https://ds-wizard.org/
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Cécile Lebrand, PhD

Consultante Recherche  
Responsable du pôle Open Science FBM UNIL/CHUV

Soutien pour la gestion et valorisation des données de recherche

Bibliothèque universitaire de médecine
Tél. ++41 (0)21 314 50 81
Cecile.Lebrand@chuv.ch

https://www.bium.ch/en/publication-open-access/

mailto:Cecile.Lebrand@chuv.ch
https://www.bium.ch/en/publication-open-access/

